A system for exploring and visualizing biological pathways from large scale datasets.
The growing accumulation of biological pathway datasets is making it possible to study pathways at genomic scale by exploration and visualization, facilitating the shift of biomedical research to systems-level analyses. Presented in this paper is our ongoing work on developing a system for exploring and visualizing biological pathways for large scale pathway analyses. A pathway repository with a standard data format was developed for storing various types of pathways, mechanisms for navigating among different pathway datasets and to external data sources were also designed, and a rendering engine is being developed to allow user for visualization and exploration.